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Position: Group Leader

Academic education including academic degrees
Scientific graduation
2013-2017 Ph.D. in Biochemistry

Graduate Student in Marc Bulhler laboratory, Friedrich Miescher Institute,
University of Basel, Switzerland (summa cum laude)

Thesis Project: Novel insights into mechanisms partitioning chromatin states.

2010-2012 M.Sc. in Molecular Life Sciences, University of Bern, Switzerland (summa cum
laude). Master thesis project in Oliver Miihlemann laboratory.

Thesis Project: Quantitative interactomics of UPF1

2007-2010 B.Sc. in Biochemistry and Chemical Biology, University of Bern, Switzerland
(summa cum laude)

Employment
Since 2024 Group Leader, Max Planck Institute of Immunology and Epigenetics, Freiburg,
Germany

2018-2024 Postdoctoral Marie Sklodowska-Curie and EMBO Fellow in Anja Groth
laboratory, NNF Centre for Protein Research (CPR) & Biotech Research and
Innovation Center (BRIC), University of Copenhagen, Denmark

Awards and honours

2019 Marie Sklodowska-Curie European Fellowship

2018 EMBO post-doctoral Long-Term Fellowship

2018 Swiss National Foundation Early.Postdoc Mobility Fellowship (gratefully
declined)

2017 Ed Fischer Prize for outstanding PhD work at the FMI

2016 Travel Grant LS? to attend EMBO Workshop

2013-2017 FMI PhD Fellowship

Other activities
Since 2024 Lecturer for 3rd year Bachelor students in Biology

Since 2015 Peer-reviewer for Nature, Science, Molecular Cell, Genes & Development (with
former supervisors) as well as Nature Genetics, Cell Reports, Nature
Communications, JoVE (independent)

2015-2024 Supervisor of seven Bachelor/Master students and one PhD student

2019 Co-organiser of ENABLE Conference (~250 participants) in Nijmegen,
Netherlands

2010-2012 Teaching assistant in Biochemistry Practical Course for Bachelor students
2010 Teaching assistant for 1st year laboratory technician trainees
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