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Scientific graduation

2011
2006
2001 - 2006
2000 - 2001
1996 - 2000

Employment
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Habilitation, Medical Biometry and Statistics, University of Freiburg,
Advisor: Prof. Dr. Martin Schumacher

Promotion/Ph.D., Statistics, Ludwig-Maximilians-Universitat Minchen,
Supervisor: Prof. Dr. Gerhard Tutz

Ph.D. studies, Statistics, Ludwig-Maximilians-Universitat Miinchen
M.A., Mathematical Behavioral Sciences, University of California Irvine
Diploma, Psychology, University of Regensburg

Professor for Medical Biometry and Director, Institute of Medical Biometry and
Statistics, University of Freiburg, Germany

Professor for Medical Biometry, University Medical Center Mainz, Germany
Research Associate, Institute for Medical Biometry and Medical Informatics,
Medical Center, University of Freiburg, Germany

Researcher, Department of Psychiatry, University of Regensburg, Germany

Other activities, awards and honours

2021 — now
2019 — now
2018 — 2019
2017 — now

President of the German Association for Medical Informatics, Biometry and
Epidemiology (GMDS) e.V.

Co-Speaker of the Profile Field “Data Analysis and Artificial Intelligence” of the
University of Freiburg

Area Head Medical Bioinformatics and Systems Biology of the GMDS e.V.
Member of the Directorate of the Freiburg Center for Data Analysis and Modeling
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